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The supplementary information (Table S1-S3) related to the transcriptome
analysis results is available at the following Google Drive link: https://
drive.google.com/drive/folders/1sLSpv50Kd-QKPe9TRuZGDdfImOSQXa

A?usp=drive_link

SNP_2: Female (A/A); male(A/G)

ctaacattcttccatgaacgagcttcctacagactccgaaaa 4
ATGCAACTGAAGCATCTTAAGACACTGTTAACCCCCCAGGAGGGAGCTGCCAAGGTGACA 102
M Q L K H L K TUL L T P Q E G A A K VT 20
TGCATGGCCTGGGCCTCCAACAACACCAAGTTCGCTGTTTGCACTGTTGACAGAGTGGTG 162
C M AWASDNNT T KU FAVYV CT V DR V V 40
CTGCTCTACGATGAGCATGGAGAGAGGAGAGACAAATTCTCCACCAAACCCCTGGACTCC 222
L L Y D E H G E R RD K F S T K P L D S 60
AAGTATGGAAAGCAGAGCTACGTTGTGAATGACATGGTGTTCTCACCTGACTCCACCAAA 282
K ¥ 6 K Q S ¥ vV VvV N DMV F S P D S T K 80
ATTGCAATCGGGCAGTCCGACAACATCATCTTTGTCTACAGAATTGGAGAGGATTGGGGC 342
I A I G Q S D NI I F V Y R I G E D W G 100
GACAAAAAAGCCATTTGCAACAAATTTGTTCAAACAAGTTCTGTGACCTGTCTGCTTTGG 402
D K K A I CNI KU FV QT S S VT CULUL W 120
CCTGCAGAGCATGCCATTGTTTATGGATTAATTGAAGGCAAGGTTCGTCTTGCTAACACT 462
P A E HA I V Y G L I E G KV RULANT 140
CATACCAACAAGTCCTCCACCATCTACGGCACAGAGTCCTGTGTCGTTTCACTGGCATCA 522
H T N K S S T I ¥ G T E S C V VvV s L A S 160
AATGTTTCAGGTAAAGGCGTCCTGTCTGGCCACGCTGATGGGACAGTCGTTCGTTACTTC 582
N v s G K G vL.L S GHADGTV V R Y F 180
TTTGATGATGAAGGCTCAGGGGAAACTCAGGGTAAGCTGTTGATCCACCCATGCCCACCC 642
F D D E G S G E T Q G KL L I H P C P P 200
TACGCCTTGGCCTGGGGTATAAACAGCGTCATGGTGGGCGGCTGTGACAAGAAAATAGTG 702
Y AL A WGTINSVMV G G CUDI KI KTIV 220
GCATATAGCAGAGAGGGTCGTATCCTGCAGACCTTCGATTACACCCGGGATCGAACAGAG 762
A Y S R E G R I L Q T F D Y T R D R T E 240
AGGGAATTTACGGTAGCTGCCACCAGCCCCAGCGGGCAGTCTGTTGTGTTCGGCAGCTAT 822
R E F T VvV A A T S P S G Q S VvV V F G S Y 260
GACCGGTTGCGGGTGTTTAACTGGGCTCCGAGAAGAGGTGTGTGGGATGAAGCCAAGCCT 882
D R L RV F NWAUPI®RURGV WD EAIK P 280
AAAGAGGTTCTAAACCTCTACACCATCACCAGCTTAGCCTGGAAGAGAGATGGATCCCGC 942
K E V L N L ¥ T I T S L A W KR D G S R 300
CTCTGTGCTGGAACACTATGTGGAGGGGTGGAGCTGTTTGATTGCTCCCTGCGAAGGGTC 1002
L C A GTULCGGV E L F D C S L R R V 320
ATCTATAAGAACAAGTTTGAGATGACCTATGTGGGACTGAGCCAGGTGATCGTTAGGAAC 1062
I ¥ K N K F EMT Y V G L S Q VI V R N 340
CTCTCTACAGGAACTCGGGTGGTCCTTAAGTCCTACTACGGTTATGAGATAGAAGAAGTC 1122
L s T G T R V VL K S Y Y G Y E I E E V 360
AAGATCATGGGCCAGGATCGCTTCCTGGTCGCTCACACGTCTGACACTCTTCTACTGGGG 1182
K I M G Q DR F L V A HT S D TUL UL L G 380
GACCTGCTGACAAATAAGCTCAGCGAGGTGCCATGGCCCGGTTCTGGGGGAAATGAAAAA 1242
D L L TN KUL S E V P W P G S G G N E K 400
TTCTTCTTTGAAAATGAAACAGTGTGCATGATTTTTAATGCTGGAGAGCTGAGCCTGGTG 1302
F F F E N E T V C M I FNAGETL S L V 420
GAGTACAGTAACAATGAAATCTTAGGATCTGTCAGAACAGAATTTATGAACCCTCATCTC 1362
E Y S NN E I L G S V R T E F M N P H L 440
ATCAGTGTGCGACTAAATGAGAGGAAGCAGAGGGGAGCTGAGGACAACAAGAAGCTTGCT 1422
I Ss V R L N E R K QR G A E DNI KK L A 460
TATCTGATTGACATAAAGACCATTGCAATTGTGGACTTGGCTGCAGGCTACAATCTAGGA 1482
Y L. I b I K T I A I V DL A A G Y NIUL G 480
ACCATCAGCCACGACTCCAAGATTGACTGGCTGGAGCTCAATGAAACTGGACGCAAACTG 1542

T I S H D S K I DWUL ELNETG R K L 500



CTGTTTAGGGACAAGAAACTGCGGCTCCATCTCTACGACATAGAGACCTGTGTAAAGACC
L F R DK KL RUILUHTILZYUDTITETT CV VI KT
ACGCTGCTGAGTTTCTGCTCCTATGTGCAGTGGGTGCCTGGCAGTGATGTCGTAGTTGCG
T L L S F C S YV QWU VPGS DV V V A
CAGAACAGGGGAAGCCTCTGCATTTGGTACAGTATCGATAGCCCAGAGAGCATCACTATG
Q NR G S L CTIWZYSTIODSU®PESTITM
TTCCCTATGAAGGGAGACATTGTGGATCTAGAAAGAGCTGATGGAAAGACAGAAGTGGTC
F PM XK GD I VDTILETRIA ATDTGT KTTEV V
GTGAAGGAGGGCGTCAACACGGTGACCTACACCCTGGATGAAGGCCTCATTGAGT TTGGT
V K E GV NTJVTJYTTILDTETGTLTITETF G
ACTGCTATTGACGATGGCGACTACGACAGAGCCACAGCATTCCTTGAGACTTTAGAGATG
T A I DD GDVYDURA AT ATFTILTETTLTEM
TCACCAGAGACTGAAGCCATGTGGAAGACGCTCAGCAAGCTGGCTCTAGAGGCCCGCCAG
S P ETEA AMT W I XKTTUL S K ILATLTEA AT R Q
CTGCACATCGCAGAAAGGTGCTTTGCTGCAATGGGTGATGTCGCCACTGTTCGTTTCCTC
L H I A ERCTVFA AA AMMGT DU VA ATV VTRF L
CACCAGACGAACCAGGTTGCAGACAARAGTTTCCCAGGAAATGGGAGGAGATGGCACAGTG
H Q TN QVADI KV VS QEMMGTGT DTGT V
TTCTACCAAGTCCAAGCTCGTGTAGCAATGCTCGATAAAAACTTCAAAGTGGCTGAGATG
F Y Q VQAU RV YV AMTLTUDTEKTNTFEFI KTV VA ATEM
CACTACATGGAGCAGAGTGCGATTGATGAGGCGATAGAGATGTACCAAGAGCTCCACATG
H Y MEG QS A IDEA ATITEMYGQQETLUHM
TGGGACGATTGTATTGCTGTGGCTGAAGCCAAGGGCCACCCAGAGCTGAACACCCTACGT
W DDOCTI AV ATEA BATZ KTG G HZ&PETLNTTULR
GGGAACTACTACCACTGGTTAACAGAGACAGGTCAGGATGAGAAGGCCGGGGAGGTGAAG
G N Y YHWTUILTTETSG G QTUDTETZ KU ATGTEV K
GAGAACCAGGGAGACTTCCAGGGGGCCATCAACCTGTACCTGAAGGCCGGGCTCCCAGCT
E NQ GDF Q GA I NTULJVYTULI KA ATGTL P A
AAAGCTGCCCGCCTCGCCATCAGTCAGCCAGAGATCACCAGCAACAGCGACCTTGTTAGC
K A A RLATI S QUPZETITSNSTUDTLV S
CGCATCGCCGCCAGTCTCATCAAGGGAGAGTTTTATGAGAGGGCAGGAGATTTGTATGAG
R I A A S LI KGETFZYZETZRA AGTDTUL Y E
AGGATCAGAAACAACCAGAGAGCTCTGGAGTGCTACTGCAAAGGAGGAGCCTTTAGAAAA
R I RNNIOQI RA ATLTETCTZYST CZ KSGSGA ATFTRK
GCGGTGGAACTGGCTCGCCTTGCCTTCCCTGCCGAGGTAGTAAAACTGGAGGAGGCATGG
AV ELARTLA ATFU®PA AEUVVI KTLTETEA AW
GGGGACTACCTCGTCCAGCAGAAACAGATGGACGCCGCCATCAACCACTTCATTGAAGCA
G D YLV Q QU K OQMUDA AA ATINUBHTFTITE A
GGCTGCTCCCTCAAAGCCATCGAGGCGGCCATCGCAGCTCGTCAGTGGAAGAAAGCTGTC
G C S L KA I EA AA ATIA AA ATRUGQTMWI KT KAV
CACATCCTGGAACTTCAAGACCATTCATCAGCAGGGAAATACTACCTGAAGATAGCTCAG
H I L EL QD H S S A G Z X Y Y L KTIOAOQ
CACTATGCCTCCATGCAGGACTACGAGGTGGCAGAGCAGCTGTTTGTAAAAGGAGGCCAC
HYASMGOQTUDZYETVA ATET G QTLTFV VU KGG H
ATTAAAGATTCTATAGACATGTACACTGCAGCAGGACGCTGGGAGGAGGCTCATAAGTTG
I K DS I DMZYTA AR AG G T RTWETEA ATHTZ KL
GCAGTGAAGTGTATGACAGAGGAGGAAGT TACAGCTCTGTACATAAGCCGAGCTCAGGAG
AV K CMTTETETETUTVTA ATLTZTYTIS ST RIATQGQE
CTGGAGAGAGACGGCAAGTTCAAAGAGGCCGAGAGGCTGTTTGCCACGGTGAAGCAGCCT
L ER DG KV FKEA ATET RTLTFA ATV K Q P
GACCTCGCCATCACCATGTACAAGAAGAACCGCATGTTTGATGATGTTATTCGCCTGGTG
D L A I TMZYU KT KINU RMMTPFTUDT DTV YVTITZ RTIUELYV
GCCAAACATCATCCTGACCTGCTGACGGAGACCCACCACCACCTGGCCGAGGAGTTGCAG
A K HHUPUDTULTULTETUHU HU HTLIA ATETETLQ
ACTGAATCCAGGTTCTCAGAGGCCGAATACCACTTCATGGAAGCTAAAGACTTGAAGGCA
T E S R F S EAZEZYUHTFMMET ATZ KTDTLZK A
GCGGTCCAAATGTACAGCGTCAACGATATGTGGGAGGATGCATACAGGGTGGCTAAGACT
AV Q MY S V NDMWETDU ATYT RVYVA ATZ KT
CATGGAGGTACTGGTGTCCAGCAGCAGGTGGCCTATCTGTGGGCCAGGAGCCTGGGGGGA
H G GTGV Q Q Q VAYTULUWA AT RTSTILTGG
GAGGCTGCTGTCAAGCTTCTCAACAAGTTCAGCCTCTTGGAATACGCCATCGACTTTGCC
E A AV KLTUILNJIZKTFSTULTULTETZYA ATITDTF A
TCAGAAAACCTCTCATTCGACTTTGCCTTCGACTTGGCTCGCCTTTCATGTAAGGAGAAG
S ENL S FDFAT FTUDTLU ATRTLSTCTZEKE K
ATCCCTGACATCCATCTCAAATACGCCATATACCTGGAAGATGAGGGAAAGTTCTCTGAG
I P DI HLZ KX VYATIJVYTUILETDTETG GT KT F S E
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1602
520
1662
540
1722
560
1782
580
1842
600
1902
620
1962
640
2022
660
2082
680
2142
700
2202
720
2262
740
2322
760
2382
780
2442
800
2502
820
2562
840
2622
860
2682
880
2742
900
2802
920
2862
940
2922
960
2982
980
3042
1000
3102
1020
3162
1040
3222
1060
3282
1080
3342
1100
3402
1120
3462
1140
3522
1160



GCCGAGGTTGAGTTCATCAAAGCAGGAAAACCCAAAGAAGCTGTTTTTATGTACGTCCAC
A EVETFTIZ XKAGTE K U©PI KTE AVT FMYV H
AACAAGGACTGGGCCAACGCACAGCGGGTGGCCGAGGGCTTCGATCCAGAGAGCGTGTCC
N K D WADNA AU QU RVYVAETGTFTUDU&PTES V S
GAGGTTCTGGTTAACCAAGCCAAGTTCTGCTTTGAACAGAAAGATTTCCAGAAGGCTGAA
E VLV NG QA ATZ KT FTC CTFETUGQTZ KT DTFOQZ K A E
GCCTTCCTGCTCCGAGCCCAGAGGCCTGAACTGGCTGTTAAATATTACAAGGATGTAGAC
A F L L RAQRPETLA AVI EKTZYYEKTDUV D
ATGTGGAGCGATGCCATGCGTATCTGTAAGGAGTATCTCCCCAACAAGCTGTCTCTGCTT
M WS D AMZPERTITCIEKTETYTILUZPNZIZKTLSTLTL
CAAGAGGAGTACGAGAAGGAGACCTCAAAGAAGGGAAACCGAGGTGTGGAGGGTCTGCTG
Q EE Y E K ET S KK GNZ RGV VETGTL L
GAACAGGCCCGGGAGTGGGAACAGTCCGGTGAGTATTCCCGGGCCGTGGAGTGTTACCTG
E Q AREUWE U QS SGETZYSRAVET CTYTL
AAGGTGAAGGAGGACTCCAACACGGCTCTGATGGAGAAGTGCTGGATGAAGGCTGCGGAG
K V K ED S NTATILMTETZ KT CTWMTZEKAA A E
TTGTCCATCAAGTTCCTCAGTGGAGATCGAGCTGTGGAGGTGGTCCAAGTGGTCGGACCA
L S I K F L. S GDURUAVETVV Q V V G P
CGCCTCACACACCTGAGGAAGTACAACGCTGCGGCTGAGCTCTACTTAAACATGGACCTG
R L T HL®RUEK YN AA AA ATETLTZYTLNMTDL
ATCAAAGAGGCTATCGATGTGTTTATTGAGGGTGAAGAGTGGAACAAAGCCAAGAGAGTT
I K EAIDJVT FTIETGETET WTNTE KA ATZ KT RYV
GCTAAGGAGCTGGAGCCAAGGTATGAGGCCTACGTAGACCACAAGTATAAAGAGCATCTG
A K ELEU PR RYTEA ATYU VDU HTE KTZYZ KTETHL
AAGAATCAAGGCAAAGTGGACTCTCTGGTAGGTGTGGACGTGATGGCTGCTCTGGACATG
K N Q G K VD SLV GV DV VMAA ATLTDM
TACGCAGAGAGAGGCCAGTGGGAGAAATGTCTGGAAACGGCATCCAAACAGAACTTTAAG
Y A ERGQWEZ KT CTILTETA ASTZ KO QNTF K
ATTCTCCAGAAGTATGTGGCTCTGTATGCGACACATCTGATCAAAGAGGAGGAGGCTCCG
I L Q K Y VATLTZYA ATUHTLTIIZ KTETETEA AP
AAGGCCCTGCAGCTCTACGTACAACACGGAGCCCCGCCCAACTGTCAGAACTTTAACATC
K A L Q L Y V Q HGA AUZPZ PNTGCTU QNTFNTI
TACAAACGCCTGTTCCTGGACCTGATTAACCTCCCCAGCATTGATGGACCAGAGTCCTAC
Y K RL F LDTUILTINTLU PSTITUDGZPE S Y
CGCATGTGGGCCGACCTGCGCAACTTTCTGCTGCAGCTGTGTGAGAACTTGTCCAAGTCG
R M WAUDTU LU RNTEFTILTLIGQTLTCENTL S K S
GCCGAAGCCAACTCACCTGCTCACGAAGACTTTGAGCAGATGCTGCTGATCGCTCACTAC
A EANSUPAUHTETDTFEG QMTLTLTIA ATHY
TACGCCACAAGATCTGCCACTAGAGGAGTGGAGCAGCTGGCCACGGTAGCAACCAAGCTG
Y A TR SATU RG GV VETUGQTLA ATV VA ATZ KL
TCCGTGTCTCTGCTGCGTCACACTGAGCTTGTCCCCGCAGACAAGGCTTTCTACGAGGCG
S V 8 L L RHTE ETLJVPATDTI KT ATFYE A
GGTCTGGCCTGCAAGGCTGTTGGCTGGGACAATATGGCCTTTATCTTCCTCAATCACTTC
G L A CK AV GWUDNMATFTIT FTLNTHF
CTTGATCTGTGTGATGCTGTGGACGAGGGGTCCCTGAATGCTCTGGACCACTCGGACTTC
L DL CDA AVUDTETGS STLNA ATLTDUHSD F
TTGGACACAGACATTCCCTTTGAGGTTCCCCTTCCCACCAAACTCTGCGTCACTGACAGT
L D TDTIU®PUFEV VU PTULZPTI KTLT CVTD S
CAGAGAGAGAAGATCCGTGACTGGGTGCTGATGGTTTCTATGGACCATCGGCTGGAGCAG
Q RE XK I RDWV VLMV SMUDUHT RTILTE Q
GTTCTACCTCATGACGAGAGGAAGTCGTACGAAGCCTCTTTGGTGGCCACAAACACAGGC

vV L P H D EI R K S Y E A S UL VA TNT G
CTACGTTCACTGCCCTGTGTCCTCACCGGCTACCCTGTGCTGAGGAGTAAGATCGAGTTT
L R S L P CVL TG Y P VL R S K I E F
TCATCTGTGGGGAAGGTGGCGAACAAGGAAGACTGGAACAAATTCCTCATGGCCACGAAG
S S V. G K V A N K E D WNIKVF L M A T K
ACCAGTCACAGTCCAGAGTGTCAGGACGTCCTCAAGTTCATCAGCCAGTGGTGCGGTGGT
T S H S P E C Q DV L K F I s Q W C G G
CCAGCATCTGGATTCTCCTTCTACTGAcgcagccctgtaacgtcaccttettttattact
P A S G F S F Y *
cacttccatgtttgctgcagaagagacacaagctgtacaaatgtatttcttcaggcattt
acagtcgattcatgattccgtacatccaactcctgttcagaacactaaactcccaccaag
cgttgcttttattccatgagttctatgaaagaacgacactactctcatgtctgcatagecg
agctaaagtggtagtaagcttagcttagcgtaaagactggtagccaggcccagtctgaag
gtaacagcaaactgttcacaaacaaaaccagaaatcctgataaatacgtagctcattaat
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3582
1180
3642
1200
3702
1220
3762
1240
3822
1260
3882
1280
3942
1300
4002
1320
4062
1340
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1360
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1380
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1400
4302
1420
4362
1440
4422
1460
4482
1480
4542
1500
4602
1520
4662
1540
4722
1560
4782
1580
4842
1600
4902
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4962
1640
5022
1660
5082

1680
5142
1700
5202
1720
5262
1740
5322
1748
5382
5442
5502
5562
5622
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tagagtcactgttgggcggagctgaccagcgttgtttcattctttaattattgaaccacg 5682
gggttttaatgagtgacttacaacaggttaaataaaaatatataaactgttaaaaacttt 5742
gcatagaatttagggtaaatatttatcatccataaactaaaatgaaacttttttaaattyg 5802
caaacctttttccataactaaatattataaagaatacaaatgtgctgattacatatttta 5862
aacacttgcgtctaacattcaaagtcttgaaaactaagacagaaataaaatttaatctga 5922
atgtgtggtacacagaatatttattatccagtgctttcaaagtctgttttcatattttgg 5982
ttactgtcatcaaatccaatagaaagactaaaaccatccatgtgtgagtctgtgtcagecc 6042
tgcagctcactggttctaactcgtgttagatgtcaacgtgtgggatcatgaagcagaacc 6102
acaggcttagtggtagctacacactcatgtggtcgtacactgactgcactgttgatggat 6162
ctgctatagaacttcatgattaatcataaactaatgaagtctttttata/gggatttgat 6222
gacagtaataataattacagctgtgtttcagtcgcagtcctcececgetgetttectectecat 6282
cttcttttccgccaccatttgtaaacttcctctcaggatggaagcgectgaacgaaacacc 6342
aaaggattctgtcagatgttcctgctccagaacatatttacctggttctgttcggactga 6402
acgaccaatgcgctcacttctttgtgtacacataccgtacgagtgtccggtatcgctgece 6462
tttattgtgatatgaaatgtattttgtttattacagtttaaataaaagattttcccaget 6522
cagtttttgtgagaattgacctttacgatttcatataagaatagttccataaaagcatga 6582
atggctttttgaagttactgaactcagaattttgttgagggtttttttttaattcaaatt 6642
gttagaaaatgtatataacataacaaaaatataaatatttgtttagttttatgtgacata 6702
aatatctacgcttattgttatgtaatgtaatatgtttaatcactgaataaataaaatgca 6762
gctttctaatagtgctgaaatgaaagctacatggtcaccaaagcctttacagtttttcat 6822
atttggattaaacgtttgcagcgtttttaacctaatttaaaacatttatattttattata 6882
tttcattaaaagggacgtccccagaa 6906

SNP_3: Female (A/A); male(A/G)

agagcaagcttaggtgggcgagcaaagacaggtg 34
ttcaactgaggctcctcggacttcctgagecttgectcteccecctectecccacccaccaatcacce 94
ATGGTCACCCAGATCAACAGCCAGGTGCCAAAGATGCAGCTGTTTCGCCCGCTGAGCTCG 154

M VvV T Q I N S Q VvV P K M Q L F R P L S S 20
TCACTGCCATGTGACATTCACCTTCTGAACCTGAGGACACTGGAGGACCCAAAGGAAACA 214

S L p C DI HUL L NILURTULED P KE T 40
GGAAGTCCATCACAGGAAGTGGCTCTCCTCCTTCACAGGAAAGGTTTTGACTGTAGCTCC 274

G S P S Q E vV A L L L HR K G F D C s s 60
GCCCCTGAGCCTGCGCCGGCGTGCACGTGGAGTTCGCACGAGGAGGTAAATCTGGACGAT 334

A P E P A PACTWS S HEEVNTILTDD 80
CTCTTCTCTCCTCTTCGTTTCCATTCGGTCCGTCGCTCCGGTCTCACTCTGCTGCGTGAA 394

L F s P L R F HS YV RIR S G UL T UL L R E 100
GATGACGAGCCGGAATCTGCCCAGCATCGGCAGCCACCGCGCATCAGCCGTCTGCGGCCG 454

D D E P E S A Q HR QP PRI S RUL R P 120
ATGGAAATCAGCGCTTTCCGCATAGAGATCGACTGAattacaattgacgctaacaatgca 514

M E I S A F R I E I D * 131
cttaaaaaaattacaaaaatacatctcagggggaaaatatatgggaagaaaaataacact 574
gaggagtgattagggaaaaaaagtaatataaataggattagaaactactgagaaaacacc 634
tgagaggctctgggaagattctcttcatccacatgaggtgatccagaa/ggttcagtcat 694
ggtgtctggatgtctttcttctagtttggaaaccttccaaacccceccttttecttgggggceca 754
cacttccaccaggaaggccacacttaacgatgaagctgctatggggcaggaggggctacc 814
agaggtgggtgttacaccgtcccacccecctttttcececgtgtteccectaatgagtatgagaa 874
tgcaaggcctacagtaaaccttaatctgtttcaacatgtttcgagactgaaagaaaggcg 934
tctggatgccatgaatcactttctggataacctgagaagctgtgaatcctcaaaattatce 994
aacacagatgctggaaaacatagtaagatgcaatctttttatctgctaaaagtaaaacgg 1054
ttctaaaactctagttatcatcgattgtctttacactgcgcgaagcaggaaacgtgtttc 1114
ctcatataaacgtcacctgctgatattcactctacgggttaaacaggtcagtttgaaggt 1174
cgaacgtcaaatttctctttttaaatgaagacaaacactgaaagcttcacctgtctgtgg 1234
accagtgatgttgccatgatgacaaaaagggaccaatgaaatgtttagtgaatctgttta 1294
aacactagtcagtgtctccatggcgactgtcaatcaatggaaatcctgttactactgttt 1354
ctctacttgatgaatgtgggtgaattattgtttattgattaggttttattgatctgtgat 1414
gctggatatgtgtttttggtatgagctcattgtcttatcgtagttgtttttgttttgtaa 1474
tttcctgtttttagttcaggacactctgggaaccttctgggcattttattatttaataga 1534
tctatttttaattctaataaatatataaaatattgaaagttttgaaccctaccaacaggt 1594
atttttactttttaaaatacttttctgatttattttggcatacagctttgecttttaatgce 1654
ccaaataaattatttaattttccatgtggttcactaacaggtttgttcatagttctctga 1714
tatatgaagaattcatattattcatatatcatacatattattatatatgacatatatatc 1774

atatatatataatcat 1788
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SNP_4: Female (A/A); male(A/G)

cacatgtcaaactgctggaccagcatagcgctgaggaagaactcagctgagagcggacag 60
ccgggccgcaacctggacactagtattagaacctttctceccecctecteccttatttegtte 120
cccttacacacactcagcagctccecctgcecttectcacatctcecteccagettttacctgaacce 180
aagtacagtttcagaaaaccactgagaaaaacaaacagacccttgtaatgcacaccctcc 240
atttgtagccatctaaaaaatcatggctgccttcecctccactacctgctgtgactgacttyg 300
atgggccaaaaactctacagtgggacattgaggaagcagaagcaaaatttcctgctcagt 360
ccatgtggcggcatcctttaggttctgcacacatcatgtccctgccacatacaccttate 420
aacactctttccacatgagactccttgccacaagtttgaccacttcctcecctectgegtcag 480
agccagtagataacagctcatcatcatccgtcacacagtcacagtgctgcaggatcactce 540
atgctgcattaatgcctggatgagaacacataacgaaaataaggaatatagttttttgtt 600
gttttgtcatgaatgaagtggttatgctgacattactattttttaaactctgtttaaagg 660
tatagtttgacattttggtaaatgtgttaattttctcctttgatcaaccaatgatacagt 720
aaatatgaatttactgccaggatcagagtaactacactcagcctacctctgtgtgataat 780
aataataaaatcaacctctatagctcactatttaacaagtttattggaaatactgtagtg 840
ttaaaagatgattcacaggattagaggagtttttgggctagactattgccaggaaacact 900
tgaataatccaggaagttggtgtgcccagtcaagtagatgtcagacaaatgaatacttga 960
attgttttaccaaggaagattcaagtagagataagtttctcagtcatccgggtgaggttyg 1020
tcagtttaacaagtcatggcaactgaacaacacaataaaagtttagtggccatacttaac 1080
aaccaggcaaatcgctggttacttttgcaagacccaagctagcacattacgcccgectcece 1140
tgtgtttacactaagctaagctgctggctgtttcttcatatttattgtacttatctcact 1200
caagagcaaata/gggcatcttttccagaatgtcagtctgttccttaaatctagatctte 1260
ttgtattgcaaagtgtgcctctgtcatgagtgagagctgagcactgtgaatcagtgtcac 1320
acagaagacggttattcacctgtttttctttgtttatcttcatccaccaaaattactaat 1380
gtttaagatatgtataggtatttacaatatttatgttaatatttactttcttaaactagt 1440
cttaatgataaaaaactgttttgggttatgtgtttatctaggctgaattaaaaagttgtt 1500
tcaagtttgaaagtatgcacatactctagttcctgctagacataattgcagcattaattt 1560
gattcaagcgagataatgaaagatgagcacaacaaggattcaacaactgtaaatgtgcaa 1620
cgtattaacaccaggaagatgaactgaggaattaaatgtcgtgtacagttcctccccacc 1680
aaggcagaccagtcgatcacccaacacaaaccttacacacattaagtatcatatgtagaa 1740
tacaaaactgagtcaaaccagcagtgtagttttagatgtagagcaggtgctaccagtaaa 1800
cctgataaatctgtgtttttgaggtggagataaagtcaacactacatttcactactttcc 1860
accttggcttacctgagceccttcattcacttattacctgaaaccaagtaccaccaagtagt 1920
ctttttgtaagaaaaaaaaaaacatattgttatgaaatgatgtactatgtgaatatcatt 1980
acatgctaaaatattgtttatctttctagttttctttttagctgggtttgtccaggggga 2040
acgattctgatgtacacattttactgttgcatgttagcagggagcattggtttgctggtyg 2100
caaaaaggataaactgactcggggggccatatgttctcattctgecgtgtgatctaaatga 2160
atgaacgaaatgaatgtagactgtccacaatgttagttagcactgtcttctcatgttagt 2220
tgcgtcccttcagctcactgaatataccttaaaaaatactgctctgtgtccaagaaatgt 2280
ggtggtattattggtacatgcccttttgttttaaacttttaactatatttgaaccatctt 2340
gagccattttttatttaacttgggacatttagctttttagattcagaagccagtttcttt 2400
tgttttctctcttaatcctctcecctactetttattcaaaactttgteccagttatgacataa 2460
acactgtcatggccctctttctatttttgtttttcaatctatactttatctctacatttc 2520
cctagtgccaagagatcaagtaaatgatattgttgtacatattacccctttcttggaggg 2580
tttactggtaagattgattcaatctactagtttacacctgacaatcatcacccatattta 2640
tcatacagctactggtttggaataaagcgagctaggtttgggactctgacataagctggt 2700
cctttttaaacatgatctgtgagaacgtgctgtcctctcccaagtaaagtgttcctctca 2760
aatgtcatggttcaatatttctggccagcacaccatggcacctttagggggcactgtage 2820
agcatacaaattgagaagattgtttcgggaaaccttttctgeccagtgctaaagacggtta 2880
aaggagatgaaatttgattgttaacagaatgcacttaactgcttttacactgatttgtat 2940
tgatatatggtctccttttttctttattttattaatctttgaatccctacacccattage 3000
atcccaaacctttaagctttccctaaaaagtgctctectgtttttaccttttattttcag 3060
cttggtcatattccaaaccaatgttaaaagacttgctatttaaaaatatttggctgactt 3120
gatagaaaaatctgctgtttgaaactaacagttgtgtttaatgccaggttttttccattt 3180
atattcctgtcgttatcaaatcaagcttctttgtcactgaaactgcacttggaaggtgcect 3240
tagctacgtaaatcattatcttataaattgtgttgcaaataaaaccaccaagaagtattt 3300
ttttagtatccctgcatgaagtcatccatttecctttaataaaaaaggaaggagtggaaaa 3360
atgccagtgaaaattgtgttaatatccaaatgtggcattttattataacactatattctt 3420
tcaagacaattaaaattaccttttattttctgtagcatgtaatgtgttaatatactagta 3480

aataaagtcaaacccgtg 3496
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SNP_5: Female (A/A); male(A/G)

Ccg 2
cctcttaaatctgctgcageccgtagtgggcggtgagtgcgagacggtgagcagtttgaag 62
cgtagctgtgctgaggcggaaatattgaaattggacaaactgtttgtagaccgggtaaaa 122
ataaactgcgatattgacgtctacacacgcagtacgtcttgtcctagtcccaggecctaac 182
cggaggacacggttggtttttccgttagctgactcttggtgecgtaaageccggtgtecgege 242
aaatagaatcgctccgtcctcctgagctaactgctagectagccacgaagctaacgttacce 302
agctagccggaacacgaaagcagctaatcctcaacacaaaggacgactttgectgtgttt 362
gttaaatcgaccccgaatcacttcattgaatgtggactgagccttctgggcaggttcate 422
ATGGTGCTAACAGGGAAACGTTCGGAGAAGGGTCCTGCCTGCTGGAAGAGGAGGGTGAAA 482

M vV L. T G K R S E K G P A CWI KR R V K 20
TCCGAGTACATGAGGCTTCGGCAGCTCAAACGTTTCAGACGAGCCGATGAAGTCAAGAGC 542
S E Y M R L R Q L K R F R RAUDE V K S 40
ATGTTCAACACCAACCGCCAGAAAATAATGGAGAGAACTGACATTTTAAATCAGGAGTGG 602
M F N T NR Q K I MEIRTDTIULNGQE W 60
AAGACCAGGAGAATCCAGCCAGTGCATATCATGACCTCCGTGAGCTCCTTAAGAGGCACT 662
K T R R I Q P V HI MT S V S S L R G T 80
CGAGAGTGCACTGTGGAGAGTGGTTTCTCTGAGTTCCCCAGGCAGGTCATTCCTCTTAAG 722
R E C TV E S G F S EF P R Q V I P L K 100
ACTCTTAACGCTGTGGCCTCGGTTCCAGTCATGTACTCCTGGTCACCACTGCAGCAGAAC 782
T L N AV A S V PV MY S W S P L Q QN 120
TTCATGGTGGAAGATGAGACTGTGCTCCATAACATTCCCTATATGGGAGATGAGATCCTG 842
F MV EDE TV L HNTI P Y MGUDE I L 140
GACCAAGATGGTACATTTATAGAAGAGCTTATTAAGAACTACGATGGAAAAGTCCATGGG 902
D Q DG T F I EE L I K NY D G K V H G 160
GACAGAGAGTGTGGATTCATAAACGATGAGATCTTTGTGGAGTTGGTCAATGCTCTGGCA 962
D RECGU FINIDETI F V EULVNA ATL A 180
CAGTACAATGAAAATGAGGAGGATGAGGAGGAGGAAGAACAGGATTTCAAGGATGACAAG 1022
Q Y N E N E E D E E E E E Q D F K D D K 200
ATGGACATGTGTGATGGCAAAGATCATCCAGAGGATCCTCGCAAGGATGGACTTCTTAAC 1082
M DM CD G KD HUPETDUPURIKUDGTULTULN 220
AATGAGAGCCGAACCAGCAATGACAGCACCAGGAAGTTTCCCTCTGACAAGATTTTTGAA 1142
N E S R T S N D S T R K F P S D K I F E 240
GCCATTTCCTCCATGTTCCCTGACAAGGGAAGCACAGAGGAGCTTAAAGAGAAGTACAAG 1202
A I S S M F P D K G S T EE L K E K Y K 260
GAGTTGACAGAGCACCAGCTGCCTGGCGCCCTACCACCTGAATGCACACCGAACATTGAT 1262
E L T E H Q L P G A L P P E CTPNTID 280
GGTCCCAACGCTCGCTCAGTGCAGCGGGAGCAGAGCCTGCACTCCTTCCATACTTTGTTC 1322
G P NA R S V Q REQ S L H S F HTUL F 300
TGCAGACGCTGCTTTAAATATGACTGCTTTCTCCATCCCTTTCATGCAACTCCCAACACA 1382
C R R CVF K YD CVF L H?PF HATUPNT 320
TACAAGCGCAAGAACATGGAGATTCTAGAAGACAGTAAACCCTGCGGAATTGACTGCTAC 1442
Yy K R K NME I L ED S K P C G I D CY 340
ATGTACCTGGTGCAGGATGGGATAGTGAGGGAGTATCCCGCAGGTGTGGTTTCAGAGCGA 1502
M ¥ L VvVQ D G I V R E Y P A G V V S E R 360
GCCAAGACACCCTCCAAACGCACTGTGGGCCGTCGCCGTGGACGACTGCCGAACAGCAAC 1562
A K T P S K R T V G R RURGIRULUPN S N 380
AGCCGTCCCAGCACCCCAACTGTTTCCTCGGAAACCAAAGACACAGACAGTGACCGAGAG 1622
S R P S T P T V S s E T K D T D S D R E 400
GGGAGCAAAGAAGACGAGAGAGACAATGACGAATACAAGAAAGATGAGAACACCAGCAGC 1682
G S K E D E R DNDE Y K KD ENT S S 420
TCAGAAGGTAACTCTCGCTGTCAAACTCCTGTGAAGATGAAGCTGAACAGTGAGCCTGAA 1742
S E G N S R C QT P V KM KULN S E P E 440
GCCGTGGAATGGAGTGGTGCTGAAGCCTCTTTGTTTAGGGTTCTTATCGGGACATACTAT 1802
A V E W S G A EA S L FRVYV L I G T Y Y 460
GATAACTTCTGTGCCATTGCACGACTCATAGGCACCAAGACCTGCAGACAGGTTTACGAG 1862
DN F CAIAIRULTIGTI KT CURQV Y E 480
TTCAGGGTCAAGGAGTCGAGCATCATCGCCCGGGCTCCAGCTGAAGATGAGGACACACCA 1922
F R V K E s s I I A R A P A EDE DT P 500
CCCAGAAAGAAGAAGAGGAAACACAGACTGTGGGCCACTCACTGCAGGAAGATCCAGCTG 1982
P R K K K R K HURULWA ATHTUCIRI KTIOQUL 520
AAGAAAGATGGCTCATCCAACCATGTATATAATTACCAGCCATGTGACCACCCGCGGCAG 2042
K K D G S S NHV Y NY Q P CDH P R Q 540

CCCTGTGACTCCTCTTGTCCATGCGTCACTGCTCAGAACTTTTGTGAGAAGTTCTGTCAG 2102
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P C DS s C P CV T A QNU FCEIKF C Q 560
TGCAGCTCTGAGTGTCAGAACCGTTTCCCAGGTTGCCGTTGCAAAGCCCAGTGTAACACT 2162
C S S EC Q NRF P G CURUCI KA AU QT CNT 580
A/GAGCAGTGCCCCTGCTACCTGGCAGTGAGGGAGTGTGACCCCGACCTTTGCCTGACCTGT 2222
K/E Q C P C Y L AV RETCDUPUDTULTCTULTC 600
GGCGCTGCAGACCACTGGGACAGTAAGAACGTGTCCTGCAAGAACTGCTCCATCCAGAGA 2282
G A A D HWUD S KNV S CKNU C S I Q R 620
GGAGCCAAGAAGCACCTGCTGCTGGCCCCTTCAGACGTGGCTGGTTGGGGCATCTTCATC 2342
G A K K HL L L A P S DV AGMWG I F I 640
AAAGAGCCAGTCCAGAAAAATGAGTTCATCTCAGAGTACTGTGGAGAGATCATCTCTCAG 2402
K E P V Q K N E F I S E Y C G E I I s Q 660
GATGAAGCAGACCGCAGAGGCAAAGTCTATGACAAATACATGTGCAGCTTTCTGTTCAAT 2462
D E A DURIRGI KV Y DK Y MC S F L F N 680
CTTAACAATGATTTTGTTGTCGATGCCACAAGAAAAGGCAATAAGATCCGCTTTGCCAAC 2522
L N ND F V V D A TR RI K GNI KTIIRUF FAN 700
CATTCTGTCAACCCTAACTGCTATGCAAAAGTGATGATGGTGAATGGGGATCACAGGATA 2582
H S VvV N P N C Y A KVMMVNGUDHRI 720
GGAATCTTTGCCAAGAGAGCCATCCAGACAGGAGAGGAACTCTTCTTCGACTACAGATAC 2642
G I F A K R A I Q T G EE L F F D Y R Y 740
AGCCAGGCTGACGCTCTGAAGTATGTTGGGATTGAGCGGGAGATGGAGATCCCTTGAL Ly 2702
S Q A DAL K Y V G I EREMMETI P * 758
tgacttctacctccggtggatcaacaacacaaaggccttacaaacacaaacaaacacctt 2762
tttttggtatctatcaaaaagctatgatgcttcaggaaaactgggaatagttgcggaaaa 2822
gtttgtttttgtttttttggttgctgtctttagacacttttttgtgtgattctattttat 2882
ttttttcttettttettttgtcaaatctteccecttetgttggegggaggttaggatectt 2942
aaacgtgtcctcagatgaaggtgcagatcaactacaaactgttgtttttggggttttttt 3002
tacgattcctcttcggecgtagtatttcagacaaaccaaggactttttttttgttgttgtt 3062
gttgttcccgtcgectgtttggtttctccggcaaagagaattgaaagtttttecgttggget 3122
caaggcctgggtagaaacccgagaccagagcaggaggtaaagcaacatccgagecgtacac 3182
ctggaagggcaccttgcggatgattttgtcgaccactgtccatttgtcttcgaaageccag 3242
gctcgccacagacagaccacagacgggatacctgaacacttagagaaccaatagggctgt 3302
cgctttgtgtgtttgctgcttgatttaaccgacttcacctttcttgtagctgattagacg 3362
aatagcctcccctgttecgtttgtceccecectecgacgtgggcacatccaaactgectggtggt 3422
ttttagtgaaagccccccecccecttettttttcteccatcaaggtatatgeccatagtacttyg 3482
tatttgaagtgatttcgtttttaacttaacattatcttgaacttttttgacatggctgta 3542
gtacatgttgtgtttatttttagagattgttgcaataattcttgtggatgttttatcaga 3602
gtgtgcgtgagtgcgtgcgtgegtgtgtgtgtgt 3636

SNP_12: Female (A/A); male(A/G)

gcgggcec 7
cgaatccctcttcaaccttctgetttctggaggggcaccttcaaccagectacgecggtgea 67
ctgacagcggctttgtcatttgtaaagaattagttgaaataacccttttacacagacaca 127
ATGTCCTTCCTGACCGCCAGCAGGCTAGCACCCAAACTGCTAAATTCAAAGAATGCCACT 187

M s F L T A S R L A P KL L N S KNA T 20
TACTTGTTTGTGGCTGCCAGAAATGCCAGCGCATCAACAACAAATTTGAAGGATGTTCTT 247
Y L F VvV A A RNASA A S TTNTULI KD V L 40
GCAGATCTTATCCCTAAAGAACAAACAAGGATTAAGAATTTCAAACAACAGTATGGAAAA 307
A D L I P K E QT R I KN F K Q Q Y G K 60
ACCAACATAGGACAGATTACTGTAGACATGGTCTATGGAGGTATGAGAGGAATGAAAGGT 367
T N I G Q I T v D MV Y G G MU RGMIK G 80
CTGGTGTATGAGACATCAGTATTGGATCCTGAGGAGGGCATCCGGTTCCGAGGTTACAGC 427
L v Y E T S Vv L D P EE G TIURUFR G Y S 100
ATTCCTGAGTGTCAGAAGCTTCTGCCTAGAGCTCCAGGAGGTGAGGAGCCTCTACCTGAA 487
I P ECQ K L L P R A P G G EE P L P E 120
GGACTCTTCTGGCTGCTGGTCACTGGACAGGTTCCCACCGAGGAGCAGGTCAACTGGGTG 547
G L F W L L VvV T G Q V P T EE Q V N W V 140
TCCAAAGAATGGGCAAAGAGAGCAGCACTTCCATCTCACGTTGTCACCATGTTGGATAAT 607
S K E WA KU R AAUL P S HV V TMTULD N 160
TTCCCTACAAACCTGCACCCAATGTCTCAGTTTAGTGCTGCAATCACAGCTCTAAACAGT 667
F P T N L H P M S Q F S A A I T A L N S 180
GAGAGCAGTTTTGCACGGGCGTACTCTGAGGGTGTCCACAAGTCCAAGTACTGGGAGTTT 727

E S S F A RA Y S EGV HIK S K Y WE F 200
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ATTTATGAAGACTCCATGGACTTAATTGCTAAGCTGCCCTGCATTGCAGCCAAGATCTAT 787
I Y ED S M DU LI A KULUPCTI AWM AIKTIZVY 220
CGCAACCTGTACCGTGAAGGCAGCAGCATTGGAGCAATCGACTCCAACCTGGACTGGTCA 847
R N L Y R E G S S I G A I D S NULUD W s 240
CACAACTTCACCAACATGCTTGGCTACAGTGATAACCAGTTCACTGAGCTAATGAGGCTC 907
H N F T N ML G Y S DNIOQF TETLMMT BRL 260
TACCTCACCATCCACAGTGATCACGAAGGAGGCAACGTCAGTGCCCACACTAGCCATTTG 967
Y L T I H S D HEGGNUV S A HT S H L 280
GTGGGTAGTGCCCTGTCTGACCCCTATCTGTCCTTCAGCGCTGCTATGAACGGTCTTGCA 1027
vV G s AL s bD P YL S F S A A MNUGTULA 300
GGTCCTCTACATGGCCTGGCCAATCAGGAGGTGCTCGTGTGGCTAACTGCCCTGCAGAAG 1087
G P L HGLANSGQEV LV WIULTATUL Q K 320
GAGTTGGGAGGAGAGGTGTCAGATGAGAGGATGAGGGATTACATCTGGAACACACTCAAG 1147
E L G G EV s bDERMU®BRDYTIWNTUL K 340
TCTGGAAGGGTTGTGCCTGGGTATGGTCACGCTGTCCTAAGAAAGACTGACCCACGTTAC 1207
S G R VYV P G Y G HAV LRI KTUD PR Y 360
ACCTGCCAGCGCGAGTTTGCCTTGAAGCACTTGCCCAATGACCCAATGTTCAAGTTGGTT 1267
T C Q R E F A L KHULPNUDUPMT FI KTULV 380
TCCCAGCTGTACAAGATTGTTCCCAATGTTCTCCTGGAGCAGGGTAAGGCCAAGAACCCC 1327
S Q L ¥ K I VvV P NV L L E Q G K A KN P 400
TGGCCCAATGTGGATGCTCACAGTGGAGTTCTGCTGCAGTACTACGGAATGACTGAGATG 1387
W P NV DA H S GV L L Q Y Y G MTEM 420
AATTACTACACTGTGCTCTTTGGTGTGTCTCGAGCCCTCGGTGTGCTGGCCCAGCTGGTG 1447
N ¥ Y T VL F GV S RALGV L A Q L V 440
TGGAGTAGAGCCCTGGGTTTTCCCCTTGAGCGCCCTAAGTCCATGAGCACAGATGGACTA 1507
W S R A L G F P L E R P K S M S T D G L 460
ATGTCACTGGTGGGAGTCAAGTCAGGCTIGAagaacaaccttaaagatgttgggagggggg 1567
M S L VvV G V K S G * 469
gtagtgtgaacgggtggaggagatggtaatatcaagaggcagacgtacgttgaccccctg 1627
tcatttcaaaccccagggattctgtgggattcaaagagacagtaagcttttaacttcatt 1687
tcacaaatgaaggaccttttaaattatcacacctagcgttttagttaatcagacaagttt 1747
tcccattgtgtcgccatatttggaactggcaatgtgaatgcatcacacacatgecctccag 1807
cagtaggctcaaactgttctgttctatgtctacatgatgattttccecctgtgcagtgect 1867
gcgtgtttgtcattgagcactgggtctgatctataaatatagtggcattcaaagggaact 1927
gtgggagtgaactacactttgattgtgtttgtttaaaaatctaaagttaataactcagcc 1987
ttttgctcctgtggctaatagaatgatttgtttgaattattattcagctcattttatttc 2047
ttctgtccagtgttcctaacctttttccacccagtctgtcaatgcatttcacteccattt 2107
actctatgaacactccactttaaaagtaaaggtccttagcagtaaacttgacaagctaat 2167
caagagaaacaaactataaaaccatagttaaaagatactgccccttta/gaatctttggt 2227
ctcccttttttcaaagttgtattttctttttattcaaataattaaatgacctctatgatc 2287
aaaataattttgtctatgtagaagtaatttcccttagctcecctttttgttaacatgcgtac 2347
ctttttaacgggtctctctccggtggttttctgagacacagagaactaaaaatgaagtac 2407
agcaacagtaatgtacagtagtgataaagacttgagtaaagggtgttgtacttggcaacc 2467
tgtggtaaatgcttaagagcaaggttgaatgaaaagtgggacagatgggggggggggggt 2525

SNP_15: Female (A/A); male(A/G)

cacacacacacacacaaacatgaacagacacacacgcacacacacatatacgtatatatc 60
tgtgtgcagcgccgtttttacctggttttacatttaatggaggttcagaagtttgtggat 120
tctttctttgaggacaatgaaaagcagacttcatataacaatacggatgtagagcatgag 180
tgatgaagacagacagaaaggcggtaacctgcgcttaaaaaggggtttaagaaaggtttc 240
gtcgtgccgagggaaggaaggcgctgctcacctceccttgcatgtacatatgagectgacagt

300

ctctgtttttccaataaaacactaatgtcgcaacccagagatcatctcagctggcagttt 360
a/ggtgaggtttgttggaaagatggccactgtgtgtgtgagegtgtgtgtttgtttgttt 420
gtgtgtttaggatgaatgcagagtgtgtgtacagtatcgggatgtttgtgcaatcttgat 480
gtacacagaaaagttatctttaagaacgtggtctgatgacactacaacactagtgtacag 540
cttagtttgcttttattttggacagcacgtggtttacattgttaaatatgtggaggattt 600
cttttatttctgctttgttctgtagaggagagcttctccaaaatgectttcactttetgt 660
ggagaaatatctttctagagaagggtcttttttttttttttatgtgtttggccttaccga 720
tgtccacaagtgcacttagtgaaccgaggtggtttcactttgtaagccacccatttataa 780

aataaatatactgtaaaaaaataaa
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SNP_19, 20: Female (GC/GC); male (GC/TT)
SNP_21: Female (G/G); male(G/A)

ccaaaggagaacgtcgccg 19
ctcctccatagtgctgettgtgtgtgtgcatcggtgactagcacacagatttgaatgttce 79
gtgatttaactgtaaaccgtttataaaatcctcttcacatcgtcgttgaatttgaggaag 139
ATGGAGGATGATGCGCGCTACCTGAAACGCAAAGTGACTGCGGGCAGTTTGGATGTCCAC 199

M E D D AIRYUL KU RI KV T AG S L D V H 20
CCCACGGAGAATGCCCTTGTGGTCCACTATGAGGTGGAAGCGTCCATACTAGGAGAGAGT 259
P T E NA L V V HY E V EA S I L G E S 40
GGAGGTTGTATGGTGGGGGAACGCAAGGAGGGACAGAAAATTGTCCGTGTCAAAAGTCTT 319
G G C MV G ERKUEGIO QI K TI V RV K S L 60
TCTCGTAGCACTGATGTGACAGCTTTGGCCAAGAAGGTGGTGGAGGAGTGTAAGCTCATC 379
S R S T D VvV T A L A K K V V E E C K L I 80
CCTTCTTCCCGCTTGCCCCAGGTGGAGCAGCTTTTGTACTACTTGCAAAACAGGAAATCT 439
P S S R L P Q V E Q L L Y Y L Q N R K S 100
TCTCCAGTGGTGGGCAAAGTGGATAAGAAGGAGAAGAAAACTCTGAAACCCAGAGAGCTG 499
S P V V. G K VvV D K K E K KT L K P R E L 120
ACACCATTTGAAGGAATTGAGTTAAATGAGGAAGCCTGTATAACCAGAGTGGATGAGTAT 559
T P F E G I E L NEEAC I TUR V D E Y 140
GTTGAGCTTCTCTATGAGGACATCCCAGACAAGATCAGAGGCTGCGCTCTAATTCTACAA 619
vV E L L ¥ E D I P D K I R G C AL TI L Q 160
CTTGCCCGCAACCCAGACAACCTGGATGAGCTGCTTCAAAATGAGACAGCTCTAGGGGCT 679
L AR NPDNUILDEUL L Q N E T AL G A 180
CTGGCCAGAGTACTGAGGGAGGATTGGAAACATAGTGTGGAGCTGGCCACCATTATCTTG 739
L ARV L R EDWI KUH S V ELATTITI L 200
TACATCTTTTTCTGCTTCTCTAGTTTCTCCCAG/ATTTCATGGAGTGGTGAGTCATTATAAA 799
Y I F F C F S S F S Q/Q F H G V V S H Y K 220
ATAGGTGCATTGTGTATGAGTGTTGTGGAACATGAGCTGAAGCGACATGACGTGTGGCGT 859
I G A L CM SV V EHETLI KIRUHDV WR 240
GAGGAGCTACACAAGAAGAACAAAGCTTGTGAGTCAGCACCAGAGAATGGCTCCTTAAGA 919
E E L H K KN KA AUCE S A P ENG S L R 260
AGAGACCAAGGCAAAGCTCTAAAGAAATACCAAGGCCTTCTGGCCAAACAGGAGCAGCTC 979
R D Q G KA AULIKI K Y Q G L L A K QE Q L 280
ATTAGAGTGTCTCTTTACCTGTTGTTAAACCTTGCTGAAGACACAAGAACGGAGCTGAAG 1039
I RV S L ¥ L L L N L A EDTURTE L K 600
ATGAGGAATAAAAACATTGTTGGTCTGTTGGTCAGGGTTCTTGAACGGGACGATGAGGAG 1099
M R N KN I V G L L V R YV L E R D D E E 320
CTTCTGGTTCTGGTGGTTACATTCCTCAAGAAACTGTCCATCTTTTTGGAGAATAAAAAT 1159
L L v L v v T F L K K UL 8 I F L E N K N 340
GACATGGCTGAGGTGGATACTATTGAACGCTTGGCTCGCCTTGTTCCCTGTGACCATGAA 1219
DM A EV D TTIEIRIULA ARIULVYV P CDHE 360
TATTTGCTTAACCTGATTTTGCGTCTGCTTCTAAACTTGTCTTTTGACTCTGGACTCAGA 1279
Yy L L N L I L R L L L N L S F D S G L R 380
GCAAAGATGGTGGAAGCTGGATTGTTACCTAAACTATGTAACTTGTTAGGTGATGAGAAT 1339
A K MV EAGLTLUPI KU LU CNULTULTGUDE N 400
AACCGTCTAGTAGCCATGCGTATCCTTTATCACATCAGCATCGACGATCGTTTTAAGGGC 1399
N R L vV A M R I L Y HTI s I D DR F K G 420
ATGTTTGTTTACACTGACTGCATACCCCAGCTTATGCAAATGTTGTTTGAAAATGGTGAG 1459
M F v Yy T Db CTI P QL M Q ML F E N G E 440
GAGGAAAATGAAGCTGAGCTCATCTCTATCCTCATCAACCTGGCTGTAAACAAGAAGAAT 1519
E E N E A E L I S I L I N L A V N K K N 460
GCACAAGTTATGTGTGAAGGAAATGGATTGAAGATGCTGATGAAAAGGGCTTTGAAGATA 1579
A Q vM CEGNGILI KMTILMIE KU RATILIKTI 480
AAAGATAGCCTGCTAATGAAAATGATAAGAAACATTTCACAACATGATGGAGCAACCAAA 1639
K D s L L M KMTIURUNISOQHDGA AT K 500
CCACTGTTCATAGACTATGTTGGTGACCTGGCAGCAGAGATCCGTGCAGAGGAAGAAGAG 1699
P L F I DY V GD L A AETIIRA AEEE E 520
GAGTGGGTTCTGGAGTGTCTGGGGACTTTGGCTAACCTTACCATTCCTGACCTAGATTGG 1759
E W VL ECULGTU LA ANTULTTIUPDTULIDW 540
GAGTTAGTGCTCAAGGAGTACAACCTAGTACCTTACCTGAAAGACAGACTTGTACCAGGT 1819
E L vV L K E Y NL V P Y L K D R L V P G 560
TCAGCAGAGGATGACCTCATCCTTGAGGTTGTAATTTTGATTGGAACTGTTTCCATGGAT 1879

s A E D D UL I L E V VI LI G TV S MD 580
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GATGCCTGTGCTGCCATGTTGGCTAAATCTGGCATTATCCCGGCACTTATTGAGTTACTA 1939

D A CAAMULA AI K S G I I PAULTIETLL 600
AATGTCCAGCAAGAGGATGATGAGTTTGTGTGTCAGATTGTCTACGTCTTCTATCAGATG 1999

N V. Q Q E DD EVF V C QI VY V F Y QM 620
GTTTTTCACCAAGCTACACGTGACGTCATAATCAAAGATACCCTTGCTCCAGCCTACCTT 2059

V F H Q AT R D V I I KD T UL A P A Y L 640
ATAGATCTGATGCACGACAAGAACACTGAAATTAGAAAAGTGTGTGACAACACCCTCGAT 2119

I DL M HD K NTETI RI KV CIDNTTUL D 660
ATTATTGCTGAATACGATGAACAGTGGGGGAGGAAGATTCAGTCAGAAAAGTTTCGTTTT 2179

I I A E Y D E Q W G R K I Q S E K F R F 680
TATAACAACCAGTGGTTGGAGATGGTTGAAAGTCGACAGGCTGATGAGTCTGAGCCATAT 2239

Y NN Q WL E MV E S R QADE S E P Y 700
CTCTATGATAACGACAATGACAGGACGGATCTGTTCTACAGCGCAGATGGAATAACTCCA 2299

L Y D NDWNDU RTIDULF Y S A DGTIT P 720
GGAGATGGTTCTATCAGTCCAGACTTCTTCTGTGATCCACAGACACAAAATGGAGATTCA 2359

G D G s I s P D F F CD P QT Q N G D S 740
CATCTTACAGGAGACAATGATGTCTTCGACCAGACAAGCTCATCGCCTGGAAGACCGGCT 2419

H L T GG D N D V F D Q T S S S P G R P A 760
ACTGCTTATGGCTTTAGACCCGATGAACAGCCCTCCTATCAGTATTCAAAGACCCACACA 2479

T A Y G F R P D E Q P S Y Q ¥ S KT H T 780
CATCTGGCTTGTTAAataatttaggaaattacattattcctctttgtcetttgtetttgte 2539

H L A C * 784
attttctcgtcacatcttgcatgtttgggctctagtatcgtttcattgaccttttactac 2599
accacattgcattggtcatacagaaccaataagaagctgaaatacaaaatgctaataagt 2659
acagtctttacactagttatttaaaaactgcagttccatgcagtcatttgtttatcatta 2719
tgttaaccaaatattgcatacaggtacagggtcttactttcattcagctcctagtagggt 2779
caacaaatataattataaacaataagtattaacacaggtttagcatgttttcacaggtaa 2839
tattaatatatgttttttttcttatttatttaaaaacattccagtgcttgaatttcgaat 2899
cagaacaagactgtatcatctgaagcttttaacatgaaatgactatgacaggggaggcta 2959
acctcagtactagagagccacgattgcttatttactgtccctgctctgecccactgetgat 3019
ttcatgggctaggtctgttaacctgttggaagctgtaaatgcaaggacggttgtaaaaca 3079
agccagggctgtaactctggactagtttctaaccatccctggactatgacatgttaaaaa 3139
ttaatttcataccacatactggacaaacataaggttcacgttgttcttgctcatctttge 3199
acataacttaatattgagcatttacaatactggacatg/t,c/tttccttttaatcaata 3259
aaagggagcttaggacatttaatgcattagtagtaacgtgtgtcagtgtatgctcgtaag 3319
ttagtgccggtttgtgtttactgtggacccaaacaagctactgatcacacgtaagtacaa 3379
actttatttaaagctgattatagcaaatttttattttggcaggcccaaatgaaaagggtt 3439
ctgttaagtttttaaggtgtaaaactcttaattggtactctacatttctcgataaaggaa 3499
gtgattttaattttttttgtgcatttgttggagggaaaaaggtccaagcaaattaaccag 3559
tcacagattttcagattttcatggaaacagagtttggagagtgctttgatcaaggtgcat 3619
aaaatgttctttgaatgtttcatttactgactgcgaatacagcagcttcatgtttaactt 3679
cagcataaatataatattcaaatcaaacttattgtatactgtgccatagacagaaggaac 3739
tgacaaaaggagttagctcgactacacactatattactttttagccatttttgcacacat 3799
agttaaactgtgatgcatgaatatgtttgtgttaatataagtttttgttaatatatgtat 3859
atattttttttaaatagctgacttttttgctacttaaagaactaaagtagtttgagattt 3919
tactcgatcttatgtactgtcttttattcttgcctagtaaaaaaacacatcacactatat 3979
aacaaacagtgttattattacacagcattatctcatggaaactctaacaacttcttttgt 4039
tttgtcatgtttacatttacattttgtcccagaatgctttgcttgtaggtcttcaggect 4099
gttagaactctttcagtgcatttcctgtttccatgtttactgtagtagtgcagattgttg 4159
tcatgcatcctggtaagctttatgcttactggataaatactttaaagtgtccaaaatact 4219
actgaaaatgtgtatctgtctttatgtaaatgcgtaagtgtttgcactaaagttataaaa 4279
catgcataatacatcattatggcgttaaaaaaaacttcttttgacgccagtcagaatgaa 4339
tccaataaactgaagtagctttgaa 4359

Figure S1 Nucleotide sequences of SNP_2, SNP_3, SNP_4, SNP_5, SNP_12, SNP 15,
SNP_19, SNP 20, and SNP_21. Lowercase letters indicate the 5 and 3
untranslated regions (UTRs). Underlined letters indicate the stop codon.
SNP positions are highlighted in red. Note that SNP 4 and SNP 15

nucleotide sequences contain only 3’UTR.



