JU 1173 - NsUsEliuNaves Limosilactobacillus ingluviei C37 ﬁgﬂﬁﬂﬁmaéf’w
audeuriteiluansiaiuguanlnalulefindmiugnla (ASSESSMENT OF HEAT
KILLED LIMOSILACTOBACILLUS INGLUVIEI C37 AS A POSTBIOTIC HEALTH
SUPPLEMENT FOR CALVES) 21a156fiUSnw : fngmans1anse as. it ndes

a8, 120 wN.
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msfinunedeiiilinguszasiiiefinumavestwadiulofnain Limosilactobacillus ingluviei
37 fignvnliimesneanufeusieUszavsamnsiasyivln mwenansalumsinueyyadass
veanaan niuarsUlnuvesiuiasdnldianadiunansvosgnlaluyimeuy

anleusinaiugleadlonis oy 14 2 (01g 5.71 + 1.14 Yu) gruvaduufonlaetimn
#1 (37.34 = 3.19 n.N. Uz 28.83 + 2.92 n.n.) wagyhnmsuusnguuuugudu 2 ngu (nguas 7 62)
nauuAulFsue U LaenduNIeRedlUeTISiuguTmtY  Limosilactobacillus
ingluviei C37 fignyilsimedneanudou 1 n¥u/Su (10° CFU/) gnlavimunldsunisveus
melufudl 89 vosmsveaes  wamsvieaesuandifiuinsaslnadlulefntasuiuuss
UsydvBnmnsldemnslutisnimeassiufl 32 - 89 uaznaensvezianaaes (Yufl 1 - 89)
(P < 005 dewBsuisudunguemuay wuiilwadlulenaunsnanszdu globulin, total
protein, neutrophil (Neu) wag ratio of neutrophil to lymphocyte (NLR) (P < 0.05) yonand
S¥AU serum urea nitrogen (BUN), triglyceride (TRIG), Wag cholesterol (CHOL) Huwiltiianas
(P < 0.1) dlowsuselnasiulefin mslilnadlulefnytliszsu cortisol war malondialdehyde
(MDA) anme uawifisisedu catalase (CAT) (P < 0.05) Tuvngiifluuiliiuin glutathione
peroxidase (GPX) level e 2,2-diphenyl-1-picrylhydrazyl radical (DPPH) scavenging capacity
st (P < 0.1)

Ny TeinuansUlnuvesiusyy differentially expressed genes (DEGs) 191 33
318715 Usenaume 16 upregulated DEGs wu Endothelial lipase (LIPG), Peroxisomal
Acyl-CoA oxidase 1 (ACOX1), Solute carrier family 27 member 6 (SLC27A6) wag 17
downregulated DEGs L% Family with sequence similarity 107 member A (FAM107A), 4-
Hydroxy-2-oxoglutarate aldolase 1 (HOGA1), Farnesyl diphosphate synthase (FDPS) 115
AT184 Kyoto Encyclopedia of Genes and Genomes (KEGG) izlﬂ,éf 11 significant

pathways 52104 PPAR signaling pathway liag Pentose phosphate pathway



mylesgivsuaasUlsiinvesanldiandiunanszy DEGs o 76 s18n1s leedinis
upregulation of genes Ffeatosiu fatty acid metabolism (FABP1), intestinal barrier
function (BAGALNT2), uaw detoxification (GSTA1) egelided1fty  maugluiu
downregulation 98¢ immune response regulation (FCRLA, FCRL4) n193tAT1EY Gene
Ontology (GO) wag Kyoto Encyclopedia of Genes and Genomes (KEGG) Whugdansiasy
Usgansnnlu pathways fiiendasiu Glutathione metabolism, Drug metabolism, wag
Vitamin digestion
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