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Abstract

The whitefly, Bemisia tabaci (Gennadius), is an important vector for the transmission
of the Sri Lankan cassava mosaic virus (SLCMV), the cause of cassava mosaic disease. The
infected cassava plants show signs of spotted leaves, deformed leaves, and stunted stems
and there unable to yield. This research aims to study the feeding behavior, and
transmission mechanism of cassava mosaic virus by whitefly for the selection of durable
cassava varieties. The experiment was designed by surveying the whitefly population in 4
districts of Nakhon Ratchasima Province. Study the characteristics of stylet behavior using
Electropenetrography (EPG) and the whitefly infestation on different cassava species; Rayong
5, Rayong 9, Rayong 72, Kasetsart 50, Huay Bong 80, and CMR-89. A completely randomized
design (CRD) was used and analyzed with 5 replications. Moreover, a study of the SLCMV
transmission mechanism by whitefly B. tabaci. The results showed that the whitefly
population was inconsistent with the incidence of cassava leaf spot disease in the cassava
field. The study of the SLCMV transmission mechanism at the acquisition access period and
inoculation access period was no significantly different. The fedding behavior of whitefly
using the EPG monitor showed that the cassava cv. Rayong 72 had the longest mean
duration of non-probing. Moreover, Rayong 72 has a short duration of salivation into plant
tissues and sap ingestion. Assessment of whitefly infestation on six cassava cultivars
revealed that whitefly infested all cassava varieties has a statistically significant difference
in population (P<0.05). Kasetsart 50 had the least population of tobacco whitefly, 36.81%,
significantly different (P<0.05) with Huai Bong 80 was 54.19%. In addition, CMR-89 was
44.93% of the whitefly population, but severe expression of SLCMV. was found. The
symptoms of SLCMV began to show when the cassava plants were 2 months old. Therefore,
the Rayong 72 and Kasetsart 50 cassava cultivars were potential resistant to the infestation
of the whitefly. From these results indicated that Huai Bong 80 and CMR-89 varieties should
be avoided due to the high incidence of whitefly and the CMR-89 was susceptible to SLCMV.





