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Beef cattle is important for the Thai agricultural system. High levels of meat
marbling score increases the price. Genetics are the one of the key factors that effect
meat marbling in bef. Thyroglobulin (7G5), Diacylglycerol O-acyltransferase 1 (DGAT1)
and Fatty acid binding protein (FABP4) genes are important for the determination of
metabolism of fat. In the present research, we designed and developed Amplification
refractory mutation system PCR (ARMS-PCR) technique to detect single nucleotide
polymorphism (SNPs) of marbling genes. The results showed that the balanced
concentration of primers and MgCl,, type of Tag polymerase are important to the
ARMS-PCR and need ed to be optimized. In the Thai crossbreed wagyu in this study,
the C422T of TG 5 SNP have higher T allele than C allele. The allele frequency of the
A10433G and A10434C of DGATI SNPs were mostly AA allele, whereas the allele
frequency for the G3691A SNPs in the FABP4 gene showed higher G allele than A
allele. The allele frequency of meat marbling genes in Thai wagyu crossbreed were
similar to Japanese wagyu. This work showed that the ARMS-PCR can be successfully
applied to the detection of SNPs in meat marbling genes in Thai wagyu cross breed.
The ARMS-PCR technique is more economical, easy to perform, and precise
genotyping can be observed. Farmers can use these DNA markers to identify good
potential cattle to be used as mother to obtain high quality wagyu cross breed and

improve breeding programs.
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