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Abstract

Cassava root rot disease is an important disease of cassava in Thailand. The
objective of this study was to identify the causal agent of cassava root rot pathogens
in important planting areas. The study was carried out by collecting cassava samples
with root rot symptoms from cassava planting areas covering those in 6 districts of 3
provinces in central and northeastern, Thailand. A total of 139 isolates of cassava stem
and root rot causal fungi were isolated. The isolated pathogens were morphology
studied. The results showed that cassava root rot is infected by Lasiodiplodia spp. and
Neoscytalidium sp. in the family Botryosphaeriaceae. When both pathogens' infections
showed the symptoms of wet rot, rotten, dry rot, and black color in the cassava root
area. The pathogenicity test of all 33 fungal isolates could cause root rot symptoms on
inoculated cassava CMR 89, susceptible cassava cultivar in a moist chamber, and
greenhouse conditions but the disease severity was different depending on the fungal
isolates. Among the isolate, L11HSR2 was the most virulent. Nevertheless, study to
morphological of isolate fungal pathogen. The result found that isolate L8HDBB in PDA
at 1 day has higher mycelium growth at 84.00x84.25 mm, and lower is isolate L10BBLB
at 43.00x43.00 mm respectively, a significant difference. In addition, biomolecular
characterization and phylogenetic analyses were performed. Eight representative
isolates including L6HRD, L11HSR2, L12SHRD, L13SRTF, L18KBSH, L20FHTB1, L27SRBT,
and N3DTD2 were used to quantify DNA fragments by PCR technique using 3 universal
primers including ITS1/ITS4, Ef1-688F/Ef1-1251R, and Bt2a/Bt2b primers. The resulting
nucleotide sequences were compared with the nucleotide sequences in the Genbank
database showed that the EF1-Ol region was the most distinctly differentiated. The
results of the study of morphology and biomolecules together. It was found that L.

theobromae, L. euphorbicola and N. hyalinum, infested cassava in Thailand.
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