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ABSTRACT

The aim of the present study was to study the effect of Major Histocompatibility
Complex (MHC) class I, and microsatellite LEI0258 on the ability of disease resistance and
bodyweight of Thai Indigenous chicken, and study the pattern of both of loci. One hundred
and twenty-five Thai Indigenous chicken were used in this study. Blood samples were
collected for Microsatellite-based and SNP analysis. PCR and PCR sequencing were used to
classify the allele of LEI0258, and the SNPs of MHC class Il gene, respectively. Bodyweight
were collected at the age of 3 - 7 months. Titers of Newcastle disease at the age of 3 — 7
months were measured. Six alleles of LEI0258 can be classified, A (205 bp), B (249 bp), C
(307 bp), D (321 bp), E (345 bp) and F (420 bp). Sixteen SNPs were found, C125T, A126T,
C128T, A131G, G136T, C209G, C242T, A243T, C244T, C250T, A254T, A274G, A282T, C360T,
A361G and G720T. The significant relationship between genotype and titer and bodyweight
were detected for the BD, DE and CD correlated with the titer against Newcastle disease at
the age of 7 months. The significant association between SNP and bodyweight were found at
the SNP 3 (C128T), 6 (C209G) and 16 (G720T). The association between SNP and titer were
found at the SNP 3 (C128T), 5 (G136T), 6 (C209G), 10 (C250T), 11 (A254T) and 12 (A274G). The
results can suggest that these loci have the relationship with bodyweight and disease
resistance ability, and there are possible to use the loci as gene marker for Thai indigenous

chicken.
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