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In breeding program, genetic diversity evaluation among germplasms is an
importance and a prerequisite. The objectives of this research were; 1) to evaluate the
diversity of soybean accessions based on agro-morphological, physiological traits and
DNA polymorphism using ISSR markers and 2) to identify the correlation of the
tested traits. ANOVA test for agro-morphological traits showed that the variations due
to genotypes were highly significant. For agro-morphological traits, 94 accessions
were grouped into 7 different clusters at similarity coefficient 0.52 by using
Unweighted Pair Group Method with Arithmetic Mean (UPGMA). The analysis
revealed that cluster I, II, Ill, IV, V, VI, and VII consisted of 23, 37, 5, 4, 18, 5, and 2
soybean accessions. Positive and significant correlations were observed between yield
and all other traits, except seeds per pod. Physiological traits were studied on 27
soybean accessions with maturity date of more than 100 days. The analysis of variance
for physiological traits showed that the variations due to genotypes were significant.
In the physiological traits, there were negative and highly significant correlations
between specific leaf area (SLA) and yield (-0.54™") while SLA showed no association
with SPAD chlorophyll meter reading, SCMR (-0.39™). Yield and SCMR were also

not correlated (0.20™). For the physiological traits, 4 major groups were divided



for 27 soybean accessions by using UPGMA method. Cluster 1, II, I1I, and IV
consisted of 11, 5, 9, and 12 soybean accessions. A large genetic diversity was
detected among the samples based on estimation of DNA products amplified from
seven selected ISSR primers, with the similarity coefficient varying from 0.5 to 1.0.
The highest similarity with S;;, 1.0 was observed between Forrest and OTOOTAN and
between Ka La Dam and Prolina. Genetic patterns and correlation information

obtained from this study can be helpful for parental selection in the future breeding

program.
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