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Abstract

In order to investigate the population of Frankia, the soil samples were collected from
both main land and coast sites in Thailand. The population numbers of Frankia isolated from coast
sites generally showed higher amount than that of mainland sites. The nodule numbers from both
Casuriana equisetifolia and C. junghuniana when trapped in both soil types were also investigated.
The amount of nodules formed in soil sample from coast sites was in the range between 7-370
nodules while from mainland sites was 0-155 nodules.

The 215 nodules were obtained from various soil samples, only 18 isolated could be
cultured. The nitrogenase activity (on the basis of Acetylene Reduction Assay : ARA) from these
isolates was in the range between 40-90 lmol C, H/g-dw/h. The cross inoculation between both
Casuarianas was conducted. The results suggested that host specificicy was no significantly be
observed. In order to, investigate the biodiversity of Frankia on basis of DNA technique, BOX-
PCR technique was used. The results demonstrated that among 29 nodule samples, their DNA
fingerprints were different. When the dendogram was generated along with their DNA fingerprint,
the relationship between Frankia strain and habitat was not found.

When Frankia strains were analyzed on the basis of 163 rDNA, they could be divided
into 2 main subgroups. Some strains showed more closely related to Alnus viridis Frankia than
those of isolated from C. equisetifolia. On the other hand, when nifH regions were sequenced, it
was also found 2 subgroups. The first subgroup was closely related to Frankia sp. Nodule
FE37:0.36252 while the another subgroup showed similarity with other Frankia strains collected
from Nakhonsawan, Chumpom, Rayong, Krabi ans Prajuabkirikhan provinces. From this study

demonstrated the high diversity of Frankia as well as the potential to sue in agriculture practical.





