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Abstract

Staphylococcus aureus, a commensal bacterium and human pathogen, is a leading
cause of a variety of human diseases and the life-threatening staphylococcal toxic shock
syndrome. S. aureus secretes numerous exotoxins including a group of polypeptides
capable of damaging the host cell plasma membrane. These polypeptides include pore-
forming toxins such as a-hemolysin, B-hemolysin, and y-hemolysin. In this study, we
aimed to search for a biological control that have ability to attenuate the hemolytic
activity of the hemolysins produced from S. aureus. Twenty-five isolates of Gram-
positive bacterial normal flora including Enterococcus spp. were isolated from human
gastrointestinal tract and a collection of 183 Enterococcus spp were received from
elsewhere. A reverse- CAMP test using human-blood agar was used as a screening
method for hemolysis attenuation. There were 9 isolates of Enterococcus spp.
demonstrating a hemolysis inhibition of S. aureus. All 9 isolates were identified as
Enterococcus faecalis by MALDI-TOF MS. The capability in hemolysis inhibition was
confirmed by using a co- incubation method. The co- incubation of the growth
supernatant of Enterococcus R3 remarkably attenuated the hemolysis caused by the
growth supernatant of S. aureus. The species identification of Enterococcus spp.
exhibiting hemolysis attenuation was all found in £. faecalis. The effector molecules
released from the enterococci isolates affecting the hemolysins of S. aureus will be
further identified because they are promising biomolecules holding a potential in the

development of a new generation of therapeutics.
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