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Abstract

Lactobacilli are bacteria belonging to the genus Lactobacillus. They play their important
roles in the production of both silage, an animal feed, and probiotics, a live microbial feed
supplement. This study aims to obtain the diversity data of Lactobacillus strains found in natural
Thai silage. The data will be useful for the development of silage inoculants as well as probiotics in
local areas. Twenty seven silage samples naturally produced were collected from six silage
production places in the Central and North-eastern Thailand. Three principal types of silage samples
categorized according to plant species used as raw materials: sorghum, grass, and corn silages, were
obtained. From the investigation of lactobacilli in these silage samples, sorghum and grass silages
contained the similar average lactobacillus numbers which were in the range of 105 to 107 CFU/g
(wet weight). Corn silage contained the approximate numbers of 108 CFU/g. Three hundred and
seventy lactobacillus isolates were selected according to their difference in colony morphology for
identification and differentiation. The dominant isolates mostly found in all silage samples were
identified as to species of Lactobacillus plantarum, L. acidophilus, L. brevis, L. buchneri, L. casei,
L. delbrueckii, L. farciminis, L. fermentum, L. fructosus, and L. gasseri by traditional phenotypic and
biochemical tests. At least 8 strains of L. plantarum, 3 strains of L. casei and L. fermentum, and 2
strains of L. brevis, L. buchneri, L. delbrueckii, and L. gasseri were found when the random
amplified polymorphic DNA (RAPD) method was used for differentiating lactobacillus strains.
Lactobacillus acidophilus, L. casei, and L. delbrueckii have been reported to be applied as

probiotics.



