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Glucosylceramide (GlcCer) is an important lipid component of plasma 

membranes in both animals and plants. GlcCer is catabolized by 

glucosylcerebrosidase 1 and 2 (GBA1 and GBA2), also referred to as lysosomal and 

nonlysosomal β-glucosylceramidase. GBA1 belongs to the glycoside hydrolase family 

30 (GH 30) and GBA2 is a member of glycoside hydrolase family 116 (GH116), in 

plants.  A recent study in plants revealed that AtGCD3, here referred to as At4GH116, 

one of four GH116 enzymes encoded in the Arabidopsis thaliana genome, may 

participate in GlcCer catabolism. It preferentially hydrolyzed GlcCer extracted from 

A. thaliana and had low catalytic activity towards a fluorescent GlcCer.  

Here, I investigated the activity of At4GH116 towards other plant metabolites, 

in addition to glucosylceramides. The four genes encoding GH116 homologues in the 

Arabidopsis genome were designated as At1GH116, At3GH116, At4GH116 and 

At5GH116, according to the chromosome on which they were found. Homozygous 

mutant lines (Atgh116/Atgh116) were identified for each of the four genes. Neither 

obvious growth defects nor differences in appearance were observed in any single 

homozygous mutants compared to wild type (Col-0) under the normal growth 

 



 
 

 

 

 


