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 Species identification and classification of the fungi in the family Xylariaceae 

based on their molecular data were studied for resolving undescribed species, which 

were closely related in their morphological characteristics, and some were uncultured 

specimens. In this study, thirty one specimens from reference sources and three 

hundred and thirty eight specimens from natural habitats of 14 localities in different 

11 provinces of Thailand were examined. Morphological and chemical 

characterisation results showed high morphological variations and limitations in their 

secondary metabolite profiles. Approximately 30 % of all collected specimens could 

not be identified. The molecular technique was then performed. Nucleotide sequences 

of 18S rDNA having approximately 2,000 to 2,200 bp, and/or the internal transcribed 

spacer (ITS) 1 and 2 regions including 5.8S rDNA (ITS1-5.8S-ITS2) having 

approximately 500 to 900 bp, were achieved. The comparison of these nucleotide 

sequences within specimens examined and sequences from GenBank database 

exhibited clearly separations among xylariaceous species and these sequences can be 

used to identify the problem fungi. When the whole ITS sequences were aligned, they 

revealed the greatest variation in ITS1 region, which was suitable to design specific 

 

 

 






