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Helianthus annuus L./FATTY ACID COMPOSITION/MICROSATELLITE

IMOLECULAR MARKER

High oleic sunflower oil which classified as unsaturated fatty acid is a
premium quality with high nutritional value. Identification of molecular markers for
this trait would have a great impact on sunflower breeding program. The objectives of
this research were 1) to identify polymorphic SSR markers between high and low
oleic acid content in sunflower, and 2) to investigate the genetic linkage between SSR
markers and high oleic acid trait in sunflower. This research was divided into 2 parts.
The first part was conducted to analyze oleic acid by standard method. A high (PI
649855, 80-85%) and a low (2A, 20-23%) oleic acid sunflower lines were crossed to
construct F1 population. F1 plants were then self-pollinated to develop F2 population.
Four populations including parents, F1 and F2 were evaluated. The segregation of oleic
acid content in F> population showed normal distribution. High frequency of F»
progenies was found between 50-70% of oleic acid content which had the mean
(64.35%) in the medium-high level. In the second part, the association between 37
SSR markers and high oleic acid content was evaluated. The result showed that high
and low oleic acid sunflower genotypes could be distinguished by 13 primers. Then, 5
out of 13 primers (N1-3F, ORS 311, ORS 339, ORS 1088 and ha 4149) were used for
examination in F2 population (90 plants). Linkage analysis was performed by simple

regression, and found that 2 primers (ORS 311 and ORS 339) were associated with



QTL of high oleic acid trait ( Sig. = 0.028 and 0.021, respectively). Therefore, these

primers would be potentially used as markers for selection of the high oleic acid

sunflower.
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