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ABSTRACT

The objectives of this study were to study the allele and genotype frequency of Luteinizing Hormone
Receptor; LHR gene, in the sample of crossbred Holstein dairy cattle of Suranaree University of Technology
farm, and to study the effect of this gene on fertility fitness traits for using as marker assisted selection. Two
hundred and forty- one crossbred Holstein cows were collected for blood samples. PCR-RFLP was used to
identify the allele and genotype of LHR gene. Ordinary least square and least significant difference were used to
estimate the effect of gene on the traits, and to compare the mean of each trait between genotype. Two alleles (C,
T) and 3 genotypes (CC, CT, TT) were detected, the highest allele and genotype frequencies were C (0.91) and
CC (0.82) and the lowest allele and genotype frequencies were T (0.09) and TT (0.01). Non significant
relationship (p>0.05) between genotype and the traits were found. The results suggested that LHR gene is not

suitable to use as gene marker for assisting selection in fertility fitness traits.

Keywords crossbred Holstein, fertility fitness traits, gene marker, Luteinizing Hormone Receptor; LHR

gene
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