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The expression of epidermal growth factor receptor (EGFR) and
Insulin-like growth factor type I (IGFR)

in primary breast cancer tissues
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Abstract

Breast cancer is the major health problem worldwide. In Thailand it is the second most
common cancer in female. The tumorigenesis of breast cancer involved the multiple genetic
alterations of both tumor suppressor genes and the oncogenes. One of the critical alteration is the
aberrant expression of receptor tyrosine kinases especially epidermal growth factor (EGFR) and
insulin-liked growth factor receptor (IGFR). The possibility of using the alterations of these
genes as a prognostic indicator in breast cancer has been investigated. However, the results of the
previous studies showed the inconclusive evidence. In this study, we conducted the expression
analysis of both genes in the Thai breast cancer patients to further verify the role of the alterations
of these two genes regarding the potential application of them in the molecular classification of
this tumor. The archival specimens and the newly collected specimens from Thai breast cancer
patients were subjected to the expression analysis of both genes by immunohistochemical study
and RT-PCR, respectively. The result showed that the level of IGF-1R mRNA was significantly
associated with the node metastasis of the patients. However there was no association between its
expression level and histologic grade and other staging parameters. There was also no association
between level of EGFR mRNA and the histologic grade or clinical stages. Immunohistochemical
study of the archival specimens demonstrated no significant correlation between the level of IGF-
IR protein, EGFR protein and the histologic grade, clinical stage and the 5-years survival of the
patients. However, statistic analysis of EGFR protein level using the likelihood model showed
the trend for the marker for the reduced survival of the patients. This study provides the evidence
for potential using the alterations of these genes as the prognostic indicators of the breast cancer

particularly node metastasis stage of breast cancer patients.



