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(Diversity of Edible Mushrooms in North-Eastern Thailand)
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Abstract

The fresh specimens of wild edible mushrooms were collected throughout the Noth-eastern
part of Thailand. They could be classified into 9 genera ; Russula, Boletus, Suillus, Lactarius,
Thermitomyces, Amanita, Cantharellus, Tricholoma and Astraeus. However, both of the genera
Russula and Boletus were found the greater divergent in species level than others. Thus both of them
were analyzed in DNA level such in the region so called Internal Transcribed Spacer (ITS) variation
by using ITS 4-5 as DNA primer. The ITS 4-5 PCR products were generate and analysed with RFLP
technique by using the restriction enzymes Alu I, Hnif I, Mbo I and Taq I. The phylogenetic trees were
constructed by combination of PCR-RFLP products from each enzyme. In case of Russula, it was
found 23 different PCR-RFLP patterns form 24 collected specimens while 16 out of 17 from Boletus.
To determine the gentic relatedness in Rusula group, the results su ggested that no correlation between
ITS sequences and phynotypic character such as on fruiting body colour. Morever, some specimens
were more closely related to Lactarius than Russula. For the Boletus group was also found the same
relation as in Russula. The implication from this study would strongly suggested that to collect the
wild edible mushroom, based upon local expertices, somehow might lead to the poisonous specimen
collection. Thus the data base related with DNA analysis should be the special
additional information for whom interested in this field.



