TR IATING SUT3-304-42-12-14

S1841HN15 398

mstszgndlfimalulaimsuanseenveslisiuuuivhamefinm
dunsnIeszralysaunuly s
Application of Phage-displayed Technology for the Study of

Protein-protein Interactions

& & =
gudursennmasiemsing

1'_? Cid 2
el swTinndsmeinTafynng

LS

Ta5uRuuganyumsidean

= ur = =i
umInegndemaluladgsing

waIduiunnsSufiave yvesinihlasamsidaueiesdifie



s lasIns SUT3-304-42-12-14

189N 15308

matlszgnsldmalulatinisuanseenveslisfvuuRavhaiednmn
sunInIenszrnaldsauivllstu
Application of Phage-displayed Technology for the Study of

Protein-protein Interactions

i g
398
u
o FY
HInInInsams
219158 4. NALMTH IS

U e U Tagr 0w

guinrumaluladnisinyas

@suRunuganyumsiteonumInndumaliulaggsni tuwilsna bede

wanuIndunimSuRageuvesinilasimsisaustifaadife

NEEU & Em



Aaanssudsemea

» 3
L]

= e 1 Yar = e o o’ = ad =h
airateadeil ldTunueanyumsifennunimedamauTodgsud Jelssunm wa.
2542 Uszinnlasemssenind  dwdrweveunw aanesd dwdd weninfnyimnin

o @ M <t [ o w & o
walulagdinw  ddpdsmaluladnisnuas  wa. 9as290l adum  aswnily 1AssIge uay

3
=4

as. lusdu i idaumInadeToneudu uuaddy 7 180dursl¥nsitetiduSeqare il 1dded



Unfago

maluladnsurasTdsdivuufiahe duudanssufiuduneludsemaiidaunda &
awsninlszand i luanuiiednee Idesimannat  aiseiliduTasinmnnadn
dsanmani3foszwindl Taeiiinquszasdifonanaddifiud aunsetmaTuladfuszgnd
1 unsdnvifefusuasnsomenhddlsau i iudealfidnsveaminends  snwans

owmud  annsofadanvhandusuTds@udhvine sresys Tdathanwzinizey  ednls

ar t Qs H o s 1 &
Aaw e lieunsadaidendnddunu Tdsdudhnine ENTH 1Ad1838msnasgiuilfed e

&

dsshinirlSudseas T lueunaa

< P oy g gd J o of t 5 =t
anuduSovesnaiveluadellfudunsdiiudy  awnsaiunalulagnsuaas
= ) é - 3 t ¥ o s
Tds@upuihonlFlddds  Fedmudez ldvnsoreneamaTuladd ¥duaannsduazin

a o 4 o aar 4 T
Anyveaunianeduma Tuladgsus emsszgna 1§ luanuddedudug delllusuien



Abstract

Phage display technology is one of the most important innovations in
biotechnology that has been widely utilized in a wide variety of researches in many
developed countries within the last ten years. This research project was supported by a
small, mid-year grant from Suranaree University of Technology (SUT), aiming to perform
phage display technology for the study of protein-protein interaction at the SUT research
facilities. Using standard method, phage that specifically interact with SrcSH3 domain,
but not ENTH domain, were successfully isolated. Thus, further modification of the

screening method is required to isolate ENTH-specific phage.

Successful application of phage display technology in this study will prompt us to
apply phage display technology in other studies and to transfer this technology to the

faculty and students of SUT.
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