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Microtubule-associated proteins: MAPs
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Motor protein: kinesins
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Motor protein: dynein
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Microtubule nucleation at the centrosome
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The dynamic properties of microtubules
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The dynamic properties of microtubules cilia and flagella: structure and function
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Table 9.2 Properties and Disfribution of the Major
Mammalian Intermediate Filament Proteins
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Microfilament assembly and disassembly
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The molecular basis of contraction
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Laminin Interactions of cell with ECM - integrin
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