k4
Ui wdlans : maAnu Taseaduasasdusssuanavesiiaing Indinavesd
(STUDY OF THE NATURAL SUBSTRATE STRUCTURE OF RICE

B-GLUCOSIDASE) 219158911/5n1 : a3, 5911 Temadis, 150 wih

a 4 [ E( a 1 § 1

tmnglagad ToTas'lasal Osabglul2 e lasilulna lagalalasmanqui 1 now

9 dyd I £ o o o’dy 9 9 v 9 Y o

Wit wedIUT T HaRugnIsuvewey laiil Idgnuensoniunanduseudn  wagldih

nldnaallsaugeegluanmniianu’laly Escherichai coli msfinimsuaasoonvesdu

' o ¢ a Y o1 9 = o ¥ y_ A

WU Osdbglul2 YRaunTIZHMINAdINEoAYIRUBUd1Y tazimuluuazdduvedion

] ~ A dgl 9 U 9 A a A Yo 4 a

g luszezeonaon mitdasosnvouNuIL TuAuGoUTINNAAUKALAZ T 195 U3 Tuumia

A

Jaluunuazdmilon MinsmasAsdulusssumaves Osdbelul2 larviunldeTurena

o’d" 9 1 A a d?’ . 1 a [ A

unumvesen T lud wudn Osdbglul2 Agnuaatulu E. coli aunsadosnansanii
9 v @ 7Y 9 9 dy do 1

laninmsdesmiswaad12ais  endo-1,3;1,4-B-glucanase 10 wenvntiou lmiddoses

A o Y v Y Y A s a
Usgneuiaiannduseudny nazdudniegluszezeonaon  msasdulusssumaves
A A o 9 Y R vq YA 1
Os2bglul2  Inuidulutazdrduvesdnnszezeonaonda lalidodn Cl/sD grueneonin
Y a ny Aas 1 a o 9 Y 1 (=
TR gNTAI0ITNMIAN 1INMTAATIZH IATIAT I8 ' H-NMR wuniliezaow lalasou

] a J 4 :’ (% J
T@QWH@IﬁNW@ﬂLLﬁ%@IULﬂJﬂﬁﬂﬁ‘UfJu"UfJ\iuWlnﬂuiﬂ'i\iﬁ?ﬁ"llf]\?ﬁﬁﬂi%ﬂ@ﬂﬂ\‘]ﬂﬁW? 1NN

9 9
a L4

1 9
AnngiihmviinTuanavesasdsznon Cl/sD1 wunihimiinTuana 492 Faasanuiimin

Tmaqaﬁum flavonoid glycosides naeyia

a = =) A A v =K
T1UNFBAUAY MYUDBOUNANEN

. p
nsdnm 2550 AMeilo¥p01156NUT A

A A I (=R '
mEJJJE)G]f’EJm%ﬁEJVI‘]JiﬂHﬁ’m




JANJIRA MANEESAN : STUDY OF THE NATURAL SUBSTRATE
STRUCTURE OF RICE B-GLUCOSIDASE. THESIS ADVISOR :

RODJANA OPASSIRI, Ph.D. 150 PP.

B-GLUCOSIDASE/RICE/NATURAL SUBSTRATES/STRESS RESPONSE

Os4bglul?2 is a glycosyl hydrolase family 1 B-glucosidase. The full-coding
cDNA of Os4glul2 was previously isolated from rice seedlings by RT-PCR and its
recombinant protein was expressed as soluble active form in Escherichai coli.
Northern blot analysis revealed that Os4bglul2 is highly expressed in rice seedling
shoot and in the leaf sheath and stem of rice at flowering stage. Os4bglul2 transcript
levels increased in rice seedlings in response to wounding, methyl jasmonate and
ethephon. The function of Os4bglul2 was confirmed by identifying its natural
substrates. Recombinant Os4bglul2 protein expressed in E. coli could hydrolyze the
products of rice cell wall hydrolysis by endo-1,3-1,4-B-glucanase. In addition, the
enzyme could hydrolyze compounds extracted with methanol from 7-day old rice
seedlings and rice plants at flowering stage. The substrates of Os4bglul2 found in
rice leaf and stem at flowering stage, namely C1/sD, were purified using various
chromatographic techniques. 'H-NMR analysis indicated the presence of aromatic
groups and anomer protons of sugar molecules in C1/sD structures. The mass of one
compound C1/sD1 glycoside was estimated to be 492, which matches many
flavonoid glycosides.
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