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The study of Dendrocalamus asper Genetic map
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Abstract

Dendrocalamus asper were tested using Random Amplification Polymorphic DNA
(RAPD) by short arbitary oligonucleotide primer and Amplification Fragment Length
Plolymorphism (AFLP) method with the objective of fingerprinting, identifying and
grouping. Twenty-three of the fifty primers from Operon kit AE, L and Swere tested in initial
screening experiment with eighteen genotypes of D. asper. Of the 161 amplified bands, 121 were
polymorphic. Cluster analysis base on NTSYS V.2.1 program using UPCMA grouped shows 17
distinct groups and similar in 1 group. Five specimen with good character (good taste, large
shoots, and high of shoot) of D. asper were also tested by the RAPD method separately from the
18 samples. The five lines are significantly distinct from cach other. Due to the limitation of the
RAPD technique the AFLP mchod was also use for identify and group these plants. All of the D.
asper specilﬁen from SUT farm were tested (All, A13, A15, A22, A25, A27, A37, A32, A34,
Adl, A42, A51, SUT7, SUT23, SUT25, SUT28, SUT33, SUT3S, BC. KN, SA, 5AS1 and S85
along with 2 out groups (D. asper Tong Daum and Thyrosostachys siamensis). Out of 64 primers
screened and 12 primers pairs were used in the analysis. The AFLP data were also analyzed by
NTSYS program similar to RAPD. The AFLP information shows that all the specimen were in
23 -distinct groups and 2 out groups were also separated from the other. Therefore, RAPD and

AFLP can be used together in marker identification and genetic relationship of D. asper.



