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Fig. 1. Structure of the nod factor
a) Nod factors from R. meliloti
b) Nod factors from R. leguminosarm bv. viciae
¢) Nod factors from B. japonicum USDA 110
Source: Palacios et al. (1992).
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Figure 1. Mangosteen phenological cycle.
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Figure 2. Microclimatic data and percent ini-
tiation of managosteen.
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Legume nodule development

t Nod factor
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Fig. 3. The Nod factor-receptor model for
rhizobial invasion.
Source: Hirsch {1992).
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Fig. 4. The proposed roles of the nod gene pro-
ducts in the synthesis of Nod factor are
indicated by arrows. (h refer to number
of glucosamine residues).

Source: Hirsch (1992).
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Fig. 5. Legume roots secrete flavonoids that induce rhizobial nod genes. Nod factors are produced

and these elicet root hair curling.
Source: Hirsch (1992).
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Table 1. Nif genes and their known or proposed function.

Gene Product and/or (proposed) function

nif H Fe protein of nitrogenase

nif D a subunit of MoFe protein of nitrogenase

nif K b subunit of MoFe protein of nitrogenase

nif E involved in FeMo cofactor biosynthesis

nif N involved in FeMo cofactor biosynthesis

nif B involved in FeMo cofactor biosynthesis

nif S cysteine desulfurase; activation of sulfer for metallocluster synthesis
nif W unknown function; required for activity of FeMo protein
nif X unknown function

nif A positive regulator of nif, fix and additional genes

Source: Fischer et al., (1994).
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