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The preliminary investigation of AMF from rhizosphere of five tree legumes: 

Xylia xylocarpa Taub., Pterocarpus indicus Willd., Millettia leucantha Kurz., Acacia 

auriculiformis Cunn. and Acacia mangium Willd. showed the low host plant 

specificity and diverse genera were also found. Therefore, association between AMF 

and Acacia mangium was mainly focused in this study.  The characterization of AMF 

was conducted in both morphological and molecular aspects.  Most isolates from the 

rhizosphere of A. mangium belong to genera Gigaspora, Scutellospora, Glomus and 

Acaulospora, respectively.  The DNA direct extraction from the single spore was 

developed. 18S and 5.8S rDNAs were used for sequencing.  AMF from A. mangium 

rhizosphere were G. albida (99% homology), Sc. persica (96% homology),              

Gi. gigantea (97% homology), G. mosseae (94% homology), G. clarodeum (90% 

homology), uncultured Glomus (100% homology; AY236250.1), uncultured AMF  

(100% homology; AY267221), uncultured soil fungus (96% homology; AF515414.1), 

uncultured soil ascomycete fungi (95% homology; AJ515949.1), uncultured 

basidiomycete fungi (92% homology; AJ515169.1) and one strain Glonus spp. (96% 

homology; AF082581).  Moreover, the DNA extraction from the plant root indicated 

the infection of Sc. pellucida, (98% homology),Sc. heterogama (99% homology),       

Gi. decipiens (100% homology), Gi. margarita (100% homology), G. intraradices 






