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To investigate the genetic diversity of rhizobia isolated from various ecosystems in
Thailand, soil samples were taken from Central, North and North Eastern part of Thailand. The
soil samples in each part were collected from 11 different type of ecosystems to investigate the
native population of rhizobia. Enumeration of rhizobial population was conducted by MPN plant
infection method using host index plant (siratro). Only 4 isolates from each type of ecosystem
were randomly selected for studying as follow, 1) population number of rhizobia 2) morphological
and physiological aspects 3) nodule formation and N,-fixing ability with host index plant (siratro)
4) antibiotic resistant profiles 5) host-dependent cross-inoculation group and 6) DNA
amplification by using primer such as RAPD. The results obtained from this study indicated that
a high level of rhizobial population was found in rainy season especially at the foot hill of
mountain and rice in rotation with other crops areas. However, found that most of rhizobia in
Thailand were belonged to slow-grower group and 37% of total isolates were able to produce
indole acetic acid (IAA). Most of rhizobial isolates could nodulate plant index and performed
broad range of N -fixing efficiency. The antibiotic resistant profies using 8 kinds of antibiotic
could differentiate them into 123 groups. By using host dependent cross-inoculation group with 3
plants found that rhizobial isolates could nodulate with cowpea more than other plants. DNA
characterization using PCR-RAPD products showed that there were closely related among
rhizobial isolates. The results indicated that major rhizobial population in Thai soil was most

likely belonged to genus BradyrhiZObium rather than other genera in Family Rhizobiaceae.
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